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Study shows 3D organization of DNA
controls cell identity programs

January 2 2024, by Bridget Kuehn
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Transcriptional changes and enhancer remodeling accompany early
developmental decisions. a, Schematic illustration depicting the cell lines used to
model early developmental fate decisions. ICM, inner cell mass. b, Heatmap
showing TSC, ESC, and XEN cell signature genes, which are significantly
upregulated in the respective cell line compared to the other two lineages
(transcripts per million, TPM > 1, logFC > 2 and P-adjusted
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