
 

Salmon genome in final phases of completion

November 23 2011

The International Cooperation to Sequence the Atlantic Salmon Genome
(ICSASG, the "Cooperation") has awarded the Phase II contract for next-
generation sequencing and analysis of the Atlantic salmon genome to the
J. Craig Venter Institute (JCVI) in Rockville, Maryland. The JCVI will
be sequencing the salmon genome using next-generation technologies,
including assembly to integrate Sanger and next-generation sequence,
and comparative genomics. This effort is expected to generate a high-
quality resource for those responsible for the management of wild
salmon stocks and the salmon aquaculture industry, as well as providing
a reference genome for work with other salmonids.

The Cooperation was formed in 2009 as a partnership between the
Research Council of Norway, the Norwegian Fishery and Aquaculture
Industry Research Fund, Genome British Columbia, and the Chilean
Economic Development Agency (CORFO) and its Innovation Agency
InnovaChile. The group brings together expert biologists who have
studied salmonids with commercial and government agencies interested
in funding further study. Salmonids play a key commercial and
environmental role; while some salmon genetic information is known,
many fundamental questions remain.

"A fully annotated salmon genome will provide important information
about the impact of cultured fish escapees on wild populations, about
preservation of populations that are at risk, about strategies for fighting
pathogens, and about environmental sustainability issues," says ICSASG
chair Dr. Steinar Bergseth at the Research Council of Norway. "A fully
assembled reference sequence available for researchers worldwide will
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have a major impact on research into salmon and other salmonids, such
as rainbow trout."

"This is a good example showing that science allows nations and
institutions to cooperate on a field where they usually are competitors"
says CEO Gonzalo J. Herrera of CONICYT.

"The salmon genome is large and contains repetitive sequences which
make it a more difficult genome sequence to assemble. Working with
ICSASG, we will complement the Phase I data with next-generation
sequence data to provide the most complete salmon genome possible,"
says Dr. Jason Miller PhD, an associate professor at JCVI.

Worldwide, commercial salmon production exceeds one billion pounds
annually, with about 70% coming from aquaculture salmon farms. In
addition to being an important economic resource, salmon and other
salmonidae species such as trout are considered "sentinel species" for
monitoring water quality, and are important markers for ecotoxicology
studies.

"This project is a novel approach to addressing issues that are of
economic and social importance to aquaculture, conservation, and the
environment," says Dr. Alan Winter, President & CEO of Genome BC.

Provided by Genome BC

Citation: Salmon genome in final phases of completion (2011, November 23) retrieved 24 April
2024 from https://phys.org/news/2011-11-salmon-genome-phases.html

This document is subject to copyright. Apart from any fair dealing for the purpose of private
study or research, no part may be reproduced without the written permission. The content is
provided for information purposes only.

Powered by TCPDF (www.tcpdf.org)

2/2

https://phys.org/tags/salmonids/
https://phys.org/tags/rainbow+trout/
https://phys.org/tags/genome/
https://phys.org/news/2011-11-salmon-genome-phases.html
http://www.tcpdf.org

